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AACR 2024 _New therapeutics targets in Breast cancer
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New targetl] H&F=2 Solid tumordfl ESEO AUL, 7Y, =/, HEHY, Y A FMTLES =SS X271 ofF@ 2 X|=2H7F Alget
M35 fIFE dOtE LIEIRICE MoA(Mode of action)y= & 107HX 2 &7 5= URULCL Cell growth and migration £0F7F 97HE 7t HE new

target= H=5}% 1, Stress/damage response 77l, Immune modulator 67, Gene control 57l, Epigenetic 47}, Extracellular matrix/signaling 47}, Cell

division 37H, Lipid metabolism 37}, Hormone signaling 27H, Nucleic acid synthesis 17} #=0|Ct. Immune modulator Z0F|A 67H2| new target 2
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Abstract
Indication Molecular target (MoA) X
o.
Breast cancer SCUBE3, BACH1, LIG1, xCT, CCN5, VGLL1, NCAPG, ZEB1, DAX-1, PELP1 (H#2 &)
Brai CSPG4, TRIM11 (Cell growth and migration), LONP1 (Stress/damage response) #4494, #5959, #4731
rain
YXB1 (Gene control), PAHAT (Extracellular matrix/signaling) #561, #4139
Lung PGRN (Cell growth and migration), PAHA1 (Extracellular matrix/signaling), DHX36 (Cell division) #1864, #4139, #2749
Prostate H19 (Gene control), Neurolysin (Extracellular matrix/signaling), SREBP (Lipid metabolism) #2769, #2007, #2077
Gastric KDM2A (Epigenetic) #1730
Colorectal WNT2B (Cell growth and migration), UBE2R2 (Extracellular matrix/signaling) #6953, #306
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Head and neck

TRIM16 (Immune modulators)

#6803
L eUkemi NHE1 (Cell growth and migration), EVI1 (Gene control), KAT2A, KAT2B (Epigenetic), #259, #3351, #5795
eukemia
PHGDH (Nucleic acid synthesis) #7089
Liver ASH2L (Epigenetic), INPP5B (Lipid metabolism) #577, #4468
Ovari BARD1 (Cell growth and migration), RBM39 (Gene control), #7549, #7133,
varian
HSPG2 (Extracellular matrix/signaling) #5090
Pancreatic CCNT1 (Cell growth and migration), MTH1 (Stress/damage response) #1667, #2967
Endometrial DDX3X (Stress/damage response) #559
Oral SIRT6 (Stress/damage response) #2451
Melanoma MZB1, PAEP (Immune modulators) #3258, #5524
Solid tumors CNTN4 (Immune modulators) #740
Neuroendocrine DUSP6 (Cell growth and migration) #5953
Epithelial Cancer NUMA (Cell division) #1642
Renal cancer SLAMF9 (Immune modulators) #1371
TNBC attracts target innovation




-
EENL‘%UH“EW?JB
) |

LHE New target & FEY MNSES 7t target 2 & 10 HOIRACH O F At 0|4l 6 710| TNBC(triple-negative breast cancenZ,

estrogen receptor, progesterone receptor, HER2(normal human epidermal growth factor receptor type2)7t Y& E|X| %4+ breast cancer O|LCt.
TNBC = W=ZH X #H At X2z X|z35t7| o2 YO[Ch X Xzl =1t HMilststa® 0|2 X{HOo[Lt Folo= =atX el

f
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O| 0| ZH E Breast cancer 2| new target 2 Cell growth and migration 5 DNA damage response 0| O|Z27[7tX| Cioh X[z 7|HOM F242
LIEFLH 2 QUCH Stress, Hypoxia % DNA damage #EE target H=2 LM Z 7|Xe| WESH oldie 5242 LIEtHCE =5t Mz 28 A

K& CiAtet 2= MZ2 target &= breast cancer X2 20| Bist 2 E AE £+ QUL
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MoA . L Abstract
Molecular Target Related mechanism Indication

(mode of action) No.

Cell growth and ) ]
1 o SCUBE3 MAPK/DNA damage surveillance/apoptotic pathway TNBC 5892
migration
Stress/damage )
2 BACH1 Hypoxia and stress TNBC 386
response
Stress/damage ) ) ) BRCA-mt
3 LIG1 DNA nick repair, PARylation 3363
response cancer
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Stress/damage ) )
4 xCT cystine/glutamate exchanger, redox homeostasis TNBC 5962
response
5 Immune modulators CCN5 PD-L1 related immune checkpoint TNBC 1399
6 Gene control VGLL1 PI3K/AKT/B-catenin pathway breast cancer 5963
7 Cell division NCAPG HIF-1a protein stability TNBC 2789
8 Lipid metabolism ZEB1 cancer-associated adipocytes (CAAs) lipolysis Breast cancer 4434
9 Hormone signaling DAX-1 miRNAs 29¢, 1993, and 424 Breast cancer 5687
10 Hormone signaling PELP1 combination with topoisomerase inhibitors TNBC 2099
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